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E.coli. seq. l.ST25.txt 
SEQUENCE LISTING 



<110> Pantherix Limited 

Primrose, William Ure 
Ali, sohail Tahir 
Maclean, 3ohn Kinnaird 

<120> Crystal Structures of chorismate synthase 
<130> 7181-1 

<140> US/10/529,196 
<141> 2004-03-24 

<160> 19 

<170> Paten tin version 3.3 

<210> 1 
<211> 359 
<212> PRT 

<213> Escherichia coli 
<400> 1 

Ala Gly Asn Thr lie Gly Gin Leu Phe Arg Val Thr Thr Phe Gly Glu 
15 10 15 



Ser His Gly Leu Ala Leu Gly Cys lie val Asp Gly Val Pro Pro Gly 
20 25 30 



lie Pro Leu Thr Gin Ala Asp Leu Gin His Asp Leu Asp Arg Arg Arg 
35 40 45 



Pro Gly Thr Arg Tyr Thr Thr Gin Arg Arg Glu Pro Asp Gin Val Lys 
50 55 60 



He Leu Ser Gly Val Phe Glu Gly Val Thr Thr Gly Thr Ser lie Gly 
65 70 75 80 



Leu Leu He Glu Asn Thr Asp Gin Arg Ser Gin Asp Tyr Ser Ala lie 
85 90 95 



Lys Asp val Phe Arg Pro Gly His Ala Asp Tyr Thr Tyr Glu Gin Lys 
100 105 110 



Tyr Gly Leu Arg Asp Tyr Arg Gly Gly Gly Arg ser ser Ala Arg Glu 
115 -r « ^20 125 



Thr Ala Met Arg Val Ala Ala Gly Ala lie Ala Lys Lys Tyr Leu Ala 
130 135 140 



Glu Lys Phe Gly He Glu He Arg Gly cys Leu Thr Gin Met Gly Asp 



145 



150 



155 
Page 1 
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E.coli. seq. 



l.ST25.txt 



lie Pro Leu Asp lie Lys Asp Trp Ser Gin val Glu Gin Asn pro Phe 
165 170 175 



Phe Cys Pro Asp Pro Asp Lys lie Asp Ala Leu Asp Glu Leu Met Arg 
180 185 190 



Ala Leu Lys Lys Glu Gly Asp Ser lie Gly Ala Lys val Thr Val val 
195 200 205 



Ala ser Gly Val Pro Ala Gly Leu Gly Glu Pro val Phe Asp Arg Leu 
210 215 220 



Asp Ala Asp lie Ala His Ala Leu Met Ser lie Asn Ala val Lys Gly 
225 230 235 240 



val Glu lie Gly Asp Gly Phe Asp val Val Ala Leu Arg Gly ser Gin 
245 250 255 



Asn Arg Asp Glu lie Thr Lys Asp Gly Phe Gin Ser Asn His Ala Gly 
260 265 270 



Gly He Leu Gly Gly He Ser Ser Gly Gin Gin lie He Ala His Met 
275 280 285 



Ala Leu Lys Pro Thr Ser Ser lie Thr val Pro Gly Arg Thr He Asn 
290 295 300 



Arg Phe Gly Glu Glu val Glu Met He Thr Lys Gly Arg His Asp Pro 
305 310 315 320 



cys val Gly lie Arg Ala Val Pro lie Ala Glu Ala Met Leu Ala lie 
325 330 335 



val Leu Met Asp His Leu Leu Arg Gin Arg Ala Gin Asn Ala Asp Val 
340 345 350 



Lys Thr Asp lie Pro Arg Trp 



<210> 2 
<211> 388 
<212> PRT 

<213> Streptococcus pneumoniae 
<400> 2 

Met Arg Tyr Leu thr Ala Gly Glu Ser His Gly Pro Arg Leu Thr Ala 
15 10 15 
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@004 



E.coli. seq. 



l.ST25.txt 



lie lie Glu Gly lie Pro Ala Gly Leu Pro Leu Thr Ala Glu Asp He 
20 25 30 



Asn Glu Asp Leu Arg Arg Arg Gin Gly Gly Tyr Gly Arg Gly Gly Arg 
35 40 45 



Met Lys lie Glu Asn Asp Gin Val Val Phe Thr Ser Gly val Arg His 
50 55 60 



Gly Lys Thr Thr Gly Ala pro lie Thr Met Asp val lie Asn Lys Asp 
65 70 75 80 



His Gin Lys Trp Leu Asp lie Met Ser Ala Glu Asp lie Glu Asp Arg 
85 90 95 



Leu Lys Ser Lys Arg Lys lie Thr His Pro Arg Pro Gly His Ala Asp 
100 105 110 



Leu val Gly Gly lie Lys Tyr Arg Phe Asp Asp Leu Arg Asn ser Leu 
115 120 125 



Glu Arg ser ser Ala Arg Glu Thr Thr Met Arg Val Ala Val Gly Ala 
130 135 140 



val Ala Lys Arg Leu Leu Ala Glu Leu Asp Met Glu lie Ala Asn His 
145 150 155 160 



val val val Phe Gly Gly Lys Glu He Asp val Pro Glu Asn Leu Thr 
165 170 175 



Val Ala Glu He Lys Gin Arg Ala Ala Gin Ser Glu Val ser lie val 
180 185 190 



Asn Gin Glu Arg Glu Gin Glu lie Lys Asp Tyr lie Asp Gin lie Lys 
195 200 205 



Arg Asp Gly Asp Thr lie Gly Gly Val val Glu Thr val val Gly Gly 
210 215 220 



val Pro val Gly Leu Gly ser Tyr val Gin Trp Asp Arg Lys Leu Asp 
225 230 235 240 



Ala Arg Leu Ala Gin Ala Val val ser lie Asn Ala Phe Lys Gly val 
245 250 255 



Glu Phe Gly Leu Gly Phe Glu Ala Gly Tyr Arg Lys Gly ser Gin val 



Page 



3 



PACE 4/32 • RCVD AT 1/30/2006 3:35:52 PM [Eastern Standard Time] • SVR:USPTO-EFXRF-6/36 • DNIS:2739021 • CSID:212 895 2900 2 * DURATION (mm-ss):05-56 



01/30/06 15: 37 FAX 212 ^ ^2900 2 BRMF & S LLP (2,005 



E.coli. seq. l.ST25.txt 
260 265 270 

Met Asp Glu lie Leu Trp Ser Lys Glu Asp Gly Tyr Thr Arg Arg Thr 
275 280 285 

Asn Asn Leu Gly Gly Phe Glu Gly Gly Met Thr Asn Gly Gin Pro He 
290 295 300 

val val Arg Gly Val Met Lys Pro He Pro Thr Leu Tyr Lys Pro Leu 
305 310 315 320 

Met ser Val Asp lie Glu Thr His Glu Pro Tyr Lys Ala Thr Val Glu 
325 330 335 

Arg Ser Asp Pro Thr Ala Leu Pro Ala Ala Gly Met val Met Glu Ala 
340 345 350 

val val Ala Thr val Leu Ala Gin Glu He Leu Glu Lys Phe ser Ser 
355 360 365 

Asp Asn Leu Glu Glu Leu Lys Glu Ala val Ala Lys His Arg Asp Tyr 
370 375 380 ^ ^ ^ 



Thr Lys Asn Tyr 
385 

<210> 3 
<211> 388 
<212> PRT 

<213> Enterococcus faecal is 
<400> 3 

Met Arg Phe He Thr Ala Gly Glu Ser His Gly Pro Glu Leu Thr Ala 
15 10 15 

He He Glu Gly Leu Pro Ala Gly Leu Pro Leu ser ser Glu Glu He 
20 25 30 

Asn Arg Glu Leu Ala Arg Arg Gin Gly Gly Tyr Gly Arg Gly Gly Arg 
35 40 45 

Met Lys He Glu Lys Asp Gin val Arg ile Thr ser Gly lie Arg His 
50 55 60 

Gly Lys Thr Leu Gly ser Pro Val Thr Leu He val Glu Asn Lys Asp 
65 70 75 80 

Trp Lys Asn Trp Thr ser Val Met Ser Val Glu Pro Val Pro Glu Lys 

Page 4 



PACE 5/32 - RCVD AT 1/30/2006 3:35:52 PM [Eastern Standard Time] • SVR:USPTO^ FXRF-6/36 • DNI8:2739021 • CSID:212 895 2900 2 • DURATION <mm-ss); 



05-56 



01/30/06 11 rn "1-^ ij^mn - brmf & s llp 



S|006 



E-Coli. seq. l.ST25.txt 
85 90 95 

Gin Lys Lys lie Arg Arg Val Ser Lys Pro Arg Pro Gly His Ala Asp 
100 105 110 

Leu val Gly Gly Met Lys Tyr Gin His Asp Asp Leu Arg Asn val Leu 
115 120 125 

Glu Arg Ser Ser Ala Arg Glu Thr Thr Met Arg Val Ala lie Gly Ala 
130 135 140 

Val Ala Lys Lys Leu Leu Ala Glu Leu Asp He Gin Val Ala Gly His 
145 150 155 160 

val Ala Val Leu Gly Gly He Glu Ala Thr He Pro Glu Asn Leu Thr 
165 170 175 

He Arg Glu lie Gin Glu Arg ser Glu Gin ser Ala val Arg Val Leu 
180 185 190 

Asp Pro ser val Glu Glu Lys Met Lys Glu Leu He Asp Gin Thr Lys 
195 200 205 

Lys Asn Gly Asp Thr He Gly Gly val val Glu val Leu val Gly Gly 
210 215 220 

Val Pro Ala Gly Leu Gly Ser Tyr val Gin Trp Asp Arg Lys Leu Asp 
225 230 235 240 

Ala Lys He Ala Gin Ala val Val ser He Asn Ala Phe Thr Gly Ala 
245 250 255 

Glu Phe Gly He Gly Phe Glu Met Ala Gin Arg He Gly Ser Gin Leu 
260 265 270 

Met Asp Glu He val Trp Asp Glu ser Thr Gly Tyr Thr Arg Thr Ser 
275 280 285 

Asn Asn Leu Gly Gly Phe Glu Gly Gly Met Thr Asn Gly Met Pro He 
290 295 300 

He Val Arg Gly val Met Lys Pro He Pro Thr Leu Tyr Lys pro Leu 
305 310 315 320 

Gin ser val Asn ile Asp Thr Lys Glu Pro Tyr Lys Ala Ser val Glu 
325 330 335 
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E.coli. seq. l.ST25.tx1: 
Arg ser Asp ser Thr Ala Val Pro Ala Ala ser val Val Cys Glu Ala 
340 345 



val val Ala Thr Glu val Ala Lys Ala Met Leu Glu Lvs Phe Asp Ser 
355 360 355 

ASP ser Phe Glu Gin Met Lys Glu Ala val Lys Ara Tyr Arg Leu Tyr 
370 375 380 

Thr Gin Asn Phe 
385 

<210> 4 
<211> 388 
<212> PRT 

<213> Staphylococcus aureus 
<400> 4 

Met Arg Tyr Leu Thr ser Gly Glu ser His Gly pro Gin Leu Thr val 
15 10 IS 

lie val Glu Gly val Pro Ala Asn Leu Glu val Lys val Glu Asp lie 
20 25 30 

Asn Lys Glu Met Phe Lys Arg Gin Gly Gly Tyr Gly Arg Gly Arg Arg 
35 40 45 

Met Gin lie Glu Lys Asp Thr Val Glu He Val ser Gly val Arg Asn 
50 55 60 

Gly Tyr Thr Leu Gly Ser Pro lie Thr Met val val Thr Asn Asp Asp 
65 70 75 80 

Phe Thr His Trp Arg Lys He Met Gly Arg Ala Pro lie Ser Asp Glu 
85 90 95 

Glu Arg Glu Asn Met Lys Arg Thr lie Thr Lys Pro Arg Pro Gly His 
100 105 110 

Ala Asp Leu Leu Gly Gly Met Lys Tyr Asn His Arg Asp Leu Arg Asn 
115 120 125 

val Leu Glu Arg Ser Ser Ala Arg Glu Thr Ala Ala Arg val Ala val 
130 135 140 

Gly Ala Leu Cys Lys val Leu Leu Glu Gin Leu Asp lie Glu He Tvr 
145 150 155 160 
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E.coli. seq. l.ST25.txt 
ser Arg Val val Glu lie Gly Gly lie Lys Asp Lys Asp Phe Tyr Asp 
165 170 175 

ser Glu Thr Phe Lys Ala Asn Leu Asp Arg Asn Asp val Arg val lie 
180 185 190 

Asp Asp Gly lie Ala Gin Ala Met Arg Asp Lys He Asp Glu Ala Lys 
195 200 205 

Thr Asp Gly Asp Ser lie Gly Gly val val Gin val val val Glu Asn 
210 215 220 

Met Pro Val Gly val Gly ser Tyr val His Tyr Asp Arg Lys Leu Asp 
225 230 235 240 

Gly Arg He Ala Gin Gly Val val Ser lie Asn Ala Phe Lys Gly Val 
245 250 255 

ser Phe Gly Glu Gly Phe Lys Ala Ala Glu Lys Pro Gly ser Glu lie 
260 265 270 

Gin Asp Glu lie Leu Tyr Asn Thr Glu Leu Gly Tyr Tyr Arg Gly ser 
275 280 285 

Asn His Leu Gly Gly Leu Glu Gly Gly Met Ser Asn Gly Met Pro lie 
290 295 300 

lie val Asn Gly val Met Lys Pro lie Pro Thr Leu Tyr Lys Pro Leu 
305 310 315 320 

Asn ser val Asp He Asn Thr Lys Glu Asp Phe Lys Ala Thr He Glu 
325 330 335 

Arg ser Asp Ser Cys Ala val Pro Ala Ala Ser lie val Cys Glu His 
340 345 350 

Val val Ala Phe Ala lie Ala Lys Ala Leu Leu Glu Glu Phe Gin ser 
355 360 365 

Asn His He Glu Gin Leu Lys Gin Gin lie He Glu Arg Arg Gin Leu 
370 375 380 

Asn val Glu Phe 
385 

<210> 5 
<211> 368 
<212> PRT 
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E.coli. seq. l.ST25-txt 

<213> Bacillus subtilis 
<400> 5 

Met Arg Tyr Leu Thr Ala Gly Glu Ser His Gly Pro Gin Leu Thr Thr 
15 10 15 

lie lie Glu Gly val Pro Ala Gly Leu Tyr He Thr Glu Glu Asp lie 
20 25 30 

Asn Phe Glu Leu Ala Arg Arg Gin Lys Gly His Gly Arg Gly Arg Arg 
35 40 45 

Met: Gin lie Glu Lys Asp Gin Ala Lys lie Met ser Gly Val Arg His 
50 55 60 

Ala Arg Thr Leu Gly Ser pro He Ala Leu Val Val Glu Asn Asn Asp 
65 70 75 80 

Trp Lys His Trp Thr Lys lie Met Gly Ala Ala pro lie Thr Glu Asp 
85 90 95 

Glu Glu Lys Glu Met Lys Arg Gin lie ser Arg Pro Arg Pro Gly His 
100 105 110 

Ala Asp Leu Asn Gly Ala lie Lys Tyr Asn His Arg Asp Met Arg Asn 
115 120 125 

val Leu Glu Arg ser ser Ala Arg Glu Thr Thr val Arg val Ala Ala 
130 135 140 

Gly Ala Val Ala Lys Lys lie Leu ser Glu Leu Gly lie Lys val Ala 
145 150 155 160 

Gly His Val Leu Gin lie Gly Ala val Lys Ala Glu Lys Thr Gly Tyr 

-70 175 



165 1 

Thr ser He Glu Asp Leu Gin Arg Val Thr Glu Glu ser Pro Val Arg 
180 185 190 

Cys Tyr Asp Glu Glu Ala Gly Lys Lys Met Met Ala Ala lie Asp Glu 
195 200 205 

Ala Lys Ala Asn Gly Asp ser lie Gly Gly He val Glu val He Val 
210 215 220 

Glu Gly Met Pro val Gly Val Gly Ser Tyr val His Tyr Asp Arg Lys 
225 230 235 240 
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E.coli- seq. l.ST25-txt 



Leu ASP Ser Lys Leu Ala Ala Ala Val Leu ser lie Asn Ala Phe Lys 



Gly val Glu Phe Gly lie Gly Phe Glu Ala Ala Gly Arg Asn Gly ser 
260 265 270 



Glu val His Asp Glu lie He Trp Asp Glu Glu Lys Gly Tyr Thr Arg 
275 280 285 



Ala Thr Asn Arg Leu Gly Gly Leu Glu Gly Gly Met Thr Thr Gly Met 
290 295 300 



Pro lie val val Arg Gly val Met Lys Pro lie Pro Thr Leu Tyr Lys 
305 310 315 320 



Pro Leu Lys Ser val Asp He Glu Thr Lys Glu Pro Phe ser Ala Ser 
325 330 335 



lie Glu Arg Ser Asp ser Cys Ala val Pro Ala Ala ser val val Ala 
340 345 350 



Glu Ala Leu ser Leu Gly Lys Leu Gin Pro ser Leu Asn Asn Ser Asp 
355 360 365 



<210> 6 

<211> 527 

<212> PRT 

<213> Plasmodium falciparum 



Met ser Thr Tyr Gly Thr Leu Leu Lys val Thr ser Tyr Gly Glu ser 
15 10 15 



His Gly Lys Ala He Gly Cys Val lie Asp Gly Phe Leu Ser Asn He 
20 25 30 



Glu lie Asn Phe Asp Leu He Gin Lys Gin Leu Asp Arg Arg Arg Pro 
35 40 45 



Asn Gin ser Lys Leu Thr Ser Asn Arg Asn Glu Lys Asp Lys Leu val 
50 55 60 



lie Leu Ser Gly Phe Asp Glu Asn Lys Thr Leu Gly Thr Pro He Thr 
65 70 75 80 



Phe Leu He Tyr Asn Glu Asp He Lys Lys Glu Asp Tyr Asn ser Phe 



<400> 6 



85 



90 



95 



Page 9 



PACE 1 0/32 • RCVD AT 1/30/2006 3:35:52 PM [Eastern Standard Time] " 8VR:USPTO-EFXRF-6/36 • DNI8:2739021 • C8ID:212 895 2900 2 • DURATION (mm-ss):0S-56 



01/30/06 15:38 FAX 212^ BRMF & S LLP SlOll 



E.coli. seq- 1.5T25-tXt 

lie Asn He Pro Arg Pro Gly His Gly Asp Tyr Thr Tyr Phe Met Lys 
100 105 110 

Tyr His val Lys Asn Lys ser Gly ser ser Arg Phe ser Gly Arg Glu 
115 120 125 

Thr Ala Thr Arg val Ala Ala Gly Ala cys lie Glu Gin Trp Leu Tyr 
130 135 140 

Lys ser Tyr Asn cys ser He val ser Tyr val His Ser val Gly Asn 
145 150 155 160 

He Lys lie Pro Glu Gin val Ser Lys Glu Leu Glu Asn Lys Asn Pro 
165 170 175 

pro ser Arg Asp Leu Val Asp Ser Tyr Gly Thr val Arg Tyr Asn Glu 
180 185 190 

Lys Glu Lys lie Phe Met Asp cys Phe Asn Arg lie Tyr Asp Met Asn 
195 200 205 

Ala ser Met Leu Lys Thr Asp Glu Tyr Asn Lys Asn Thr Leu Thr He 
210 215 220 

Pro ser lie Asp Asn Thr Tyr lie Asn val Lys Thr Asn Glu cys Asn 
225 230 235 240 

He Asn Gin Val Asp Asn Asn His Asn Asn Tyr He Asn Asp Lys Asp 
245 250 255 

Asn Thr Phe Asn Asn Ser Glu Lys Ser Asp Glu Trp He Tyr Leu Gin 
260 265 270 

Thr Arg cys Pro His Pro Tyr Thr Ala val Gin lie Cys Ser Tyr He 
275 280 285 

Leu Lys Leu Lys Asn Lys Gly Asp ser val Gly Gly lie Ala Thr Cys 
290 295 300 

lie He Gin Asn Pro Pro lie Gly He Gly Glu Pro He Phe Asp Lys 
305 310 315 320 

Leu Glu Ala Glu Leu Ala Lys Met ile Leu Ser lie Pro Pro val Lys 
325 330 335 

Gly Ile Glu Phe Gly ser Gly Phe Asn Gly Thr Tyr Met Phe Gly Ser 
340 345 350 
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E.coli. seq. l.ST25.txt 



Met His Asn Asp lie Phe lie Pro Val Glu Asn Met ser Thr Lys Lys 
355 360 365 



Glu ser Asp Leu Leu Tyr Asp Asp Lys Gly Glu cys Lys Asn Met Ser 
370 375 380 



Tyr His ser Thr lie Gin Asn Asn Glu Asp Gin lie Leu Asn Ser Thr 
385 390 395 400 



Lys Gly Phe Met pro Pro Lys Asn Asp Lys Asn Phe Asn Asn lie Asp 
' 405 410 415 



Asp Tyr Asn Val Thr Phe Asn Asn Asn Glu Glu Lys Leu Leu lie Thr 
420 425 430 



Lys Thr Asn Asn cys Gly Gly He Leu Ala Gly lie Ser Thr Gly Asn 
435 440 445 



Asn He val Phe Arg ser Ala lie Lys Pro val Ser ser He Gin He 
450 455 460 



Glu Lys Glu Thr Ser Asp Phe Tyr Gly Asn Met cys Asn Leu Lys val 
465 470 475 480 



Gin Gly Arg His Asp ser cys lie Leu Pro Arg Leu Pro Pro lie lie 
485 490 495 



Glu Ala Ser ser Ser Met val He Gly Asp Leu He Leu Arg Gin lie 
500 505 510 



Ser Lys Tyr Gly Asp Lys Lys Leu Pro Thr Leu Phe Arg Asn Met 
515 520 525 



<210> 7 

<211> 401 

<212> PRT 

<213> Mycobacterium tuberculosis 

<400> 7 

Met Leu Arg Trp He Thr Ala Gly Glu Ser His Gly Arg Ala Leu val 
1 5 10 15 



Ala val Val Glu Gly Met Val Ala Gly Val His Val Thr Ser Ala Asp 
20 25 30 



He Ala Asp Gin Leu Ala Arg Arg Arg Leu Gly Tyr Gly Arg Gly Ala 
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Arg Met Thr Phe Glu Arg Asp Ala val Thr val Leu Ser Gly lie Arg 
50 55 60 



His Gly Ser Thr Leu Gly Gly Pro lie Ala lie Glu lie Gly Asn Thr 
65 70 75 80 



Glu Trp Pro Lys Trp Glu Thr val Met Ala Ala Asp Pro Val Asp Pro 
85 90 95 



Ala Glu Leu Ala Asp Va1 Ala Arg Asn Ala Pro Leu Thr Arg Pro Arg 
100 105 110 



Pro Gly His Ala Asp Tyr Ala Gly Met Leu Lys Tyr Gly Phe Asp Asp 
115 120 125 



Ala Arg Pro val Leu Glu Arg Ala ser Ala Arg Glu Thr Ala Ala 
130 135 140 



val Ala Ala Gly Thr val Ala Arg Ala Phe Leu Arg Gin Ala Leu Gly 
145 150 155 160 



Val Glu val Leu ser His val He ser He Gly Ala ser Ala Pro 
165 170 175 



Glu Gly Pro Pro Pro Arg Ala Glu Asp Leu Pro Ala He Asp Ala ser 
180 185 190 



Pro Val Arg Ala Tyr Asp Lys Ala Ala Glu Ala Asp Met lie Ala Gin 
195 200 205 



lie Glu Ala Ala Lys Lys Asp Gly Asp Thr Leu Gly Gly Val val Glu 
210 215 220 



Ala Val Ala Leu Gly Leu Pro val Gly Leu Gly Ser Phe Thr ser Gly 
225 230 235 240 



Asp His Arg Leu Asp Ser Gin Leu Ala Ala Ala val Met Gly lie Gin 
245 250 255 



Ala He Lys Gly val Glu lie Gly Asp Gly Phe Gin Thr Ala Arg Arg 
260 265 270 



Arg Gly ser Arg Ala His Asp Glu Met Tyr Pro Gly Pro Asp Gly val 
275 280 285 



val Arg Ser Thr Asn Arg Ala Gly Gly Leu Glu Gly Gly Met Thr Asn 
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E.coli. seq- l.ST25.txt 
290 295 300 

Gly Gin pro ueu Arg val Arg Ala Ala Met Lys Pro lie ser Thr val 
305 310 315 320 

Pro Arg Ala Leu Ala Thr Val Asp Leu Ala Thr Gly Asp Glu Ala val 
325 330 335 

Ala lie His Gin Arg Ser Asp Val Cys Ala Val Pro Ala Ala Gly Val 
340 345 350 

Val val Glu Thr Met Val Ala Leu Val Leu Ala Arg Ala Ala Leu Glu 
355 360 365 

Lys Phe Gly Gly Asp ser Leu Ala Glu Thr Gin Arg Asn He Ala Ala 
370 375 380 

Tyr Gin Arg ser Val Ala Asp Arg Glu Ala Pro Ala Ala Arg val Ser 
385 390 395 400 

Gly 



<210> 8 
<211> 360 
<212> PRT 

<213> Salmonella enter lea 
<400> 8 

Ala Gly Asn Thr He Gly Gin Leu Phe Arg Val Thr Thr phe Gly Glu 
15 10 15 

ser His Gly Leu Ala Val Gly Gly lie Val Asp Gly Val Pro pro Gly 
20 25 30 

He Pro Leu Thr Glu Ala Asp Leu Gin His Asp Leu Asp Arg Arg Arq 
35 40 y y 

Pro Gly Thr Ser Arg Tyr Thr Thr Gin Arg Arg Glu Pro Asp Gin val 
50 55 60 

Lys He Leu Ser Gly Val Phe Asp Gly Val Thr Thr Gly Thr ser He 
65 70 75 80 

Gly Leu Leu lie Glu Asn Thr Asp Gin Arg ser Gin Asp Tyr Ser Ala 
85 90 95 

He Lys Asp Val Phe Arg Pro Gly His Ala Asp Tyr Thr Tyr Glu Gin 
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E.coli. seq. l.ST25.txt 
100 105 110 

Lys Tyr Gly Leu Arg Asp Tyr Arg Gly Gly Gly Arg ser Ser Ala Arg 
■'•■'-5 120 125 

Glu Thr Ala Met Arg val Ala Ala Gly Ala He Ala Lys Lys Tyr Leu 

135 140 

Ala Glu Lys Phe Gly lie Glu He Arg Gly Cys Leu Thr Gin Met Gly 

155 160 

ASP He Pro Leu Glu He Lys Asp xrp Arg Gin val Glu Leu Asn Pro 

170 175 

Phe Phe cys Pro Asp Ala Asp Lys Leu Asp Ala Leu Asp Glu Leu Met 

185 190 

Arg Ala Leu Lys Lys Glu Gly Asp Ser He Gly Ala Lys val Thr val 

200 205 

Met Ala ser Gly val Pro Ala Gly Leu Gly Glu Pro Val Phe Asp Arg 

220 

Leu Asp Ala ASP He Ala His Ala Leu Met Ser He Asn Ala val l^s 

Gly val Glu He Gly Glu Gly Phe Asn Val Val Ala Leu Arg Gly Ser 

250 255 

Gin Asn Arg asd gIu He Thr Ala Gin Gly Phe Gin Ser Asn His Ala 

265 270 

Gly Gly He Leu Gly Gly He Ser Ser Gly Gin His He Val Ala His 

280 285 

Met Ala Leu Lys Pro Thr ser Ser He Thr Val Pro Gly Arg Thr He 

300 

Asn Arg Met Gly Glu Glu Val Glu Met He Thr Lys Gly Arg His Asp 

315 320 

Pro cys val Gly He Arg Ala Val Pro He Ala Glu Ala Met Leu Ala 

330 335 

He val Leu Met Asp His Leu Leu Arg His Arg Ala Gin Asn Ala Asp 

345 350 
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Val Lys Thr Glu He Pro Arg Trp 
355 360 

<210> 9 
<211> 360 
<212> PRT 

<213> yersinia pestis 
<400> 9 

Ala Gly Asn Ser He Gly Gin Phe Phe Arg val Thr Thr Phe Gly Glu 
15 10 15 

ser His Gly He Ala Leu Gly Cys lie He Asp Gly val Pro Pro Gly 
20 25 30 

He Pro He Thr Glu Ala Asp lie Gin Leu Asp Leu Asp Arg Arg Arq 
35 40 f y » y 

Pro Gly Thr Ser Arg Tyr Thr Thr Gin Arg Arg Glu Leu Asp Gin Val 
50 55 50 

Arg He Leu Ser Gly Val Phe Glu Gly val Thr Thr Gly Thr Ser He 
65 70 75 80 

Gly Leu Met He Glu Asn Thr Asp Gin Arg Ser Gin Asp Tyr ser Ala 
85 90 95 

He Lys Asp Val Phe Arg pro Gly His Ala Asp Tyr Thr Tyr Glu Gin 
100 105 110 

Lys Tyr Gly Val Arg Asp Tyr Arg Gly Gly Gly Arg ser ser Ala Arg 
115 120 125 

Glu Thr Ala Met Arg Val Ala Ala Gly Ala He Ala Lys Lys Tyr Leu 
130 135 140 

Ala Gin Lys Phe Gly Val Gin Val Arg Gly Tyr Leu Ala Gin Met Gly 
145 150 155 160 

Asp Val ser cys Asp Leu Leu Asp Trp Asp Leu Val Glu Gin Asn Pro 
165 170 175 

Phe Phe Cys Pro Asp Ala ser Lys Leu Glu Pro Leu Asp Ala Leu Met 
180 185 190 

Arg Glu Leu Lys Lys Ala Gly Asp ser He Gly Ala Lys He Thr val 
195 200 205 
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E-coli. seq. 1, ST25.txt 
Val Ala Glu Asn val Pro val Gly Leu Gly Giu Pro Val Phe Asp Arg 
210 215 220 

Leu Asp Ala Asp Leu Ala His Ala Leu Met Ser lie Asn Ala Val Lys 
225 230 235 240 

Gly Val Glu lie Gly Asp Gly Phe Ala Val Val Thr Lys Arg Gly Ser 
245 250 255 

Glu Asn Arg Asp Glu lie Thr Pro Gin Gly Phe Gin ser Asn His Ala 
260 265 270 

Gly Gly lie Leu Gly Gly lie Ser Ser Gly Gin pro Val Val Ala His 
275 280 285 

lie Ala Leu Lys Pro Thr ser ser lie Met val pro Gly Gin Thr lie 
290 295 300 

Asn Arg Gin Gly Glu Ala val Glu Met val Thr Arg Gly Arg His Asp 
305 310 315 320 

Pro cys Val Gly He Arg Ala Val Pro He Ala Glu Ala Met Met Ala 
325 330 33 5 

lie val Leu Met Asp His Leu Leu Arg Gin Arg Ala Gin Cys Gly Asp 
340 345 350 

Val Ala Ser Asp Val Pro Arg Trp 
355 360 

<210> 10 
<211> 356 
<212> PRT 

<213> Haemophilus Influenzae 
<400> 10 

Ala Gly Asn Thr He Gly Gin Leu Phe Arg Val Thr Thr Phe Gly Glu 
15 10 15 

ser His Gly He Ala Leu Gly cys lie val Asp Gly val Pro Pro Asn 
20 25 30 

Leu Glu Leu Ser Glu Lys Asp He Gin Pro Asp Leu Asp Arg Arg Lys 
35 40 45 

Pro Gly Thr ser Arg Tyr Thr Thr Pro Arg Arg Glu Asp Asp Glu Val 
50 55 ^ 60 
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Gin lie Leu ser Gly val Phe Glu Gly Lys Thr Thr Gly Thr Ser lie 
65 70 75 80 

Gly Met He ile Lys Asn Gly Asp Gin Arg ser Gin Asp Tyr Gly Asp 
85 90 95 

Ile Lys Asp Arg Phe Arg Pro Gly His Ala Asp Phe Thr Tyr Gin Gin 
100 105 110 

Lys Tyr Gly lie Arg Asp Tyr Arg Gly Gly Gly Arg Ser Ser Ala Arg 
115 120 125 

Glu Thr Ala Met Arg val Ala Ala Gly Ala Ile Ala Lys Lys Tyr Leu 
130 135 140 

Arg Glu His Phe Gly Ile Glu Val Arg Gly Phe Leu Ser Gin Ile Gly 
145 150 155 160 

Asn Ile Lys lie Ala Pro Gin Lys val Gly Gin Ile Asp Trp Glu Lys 
165 170 175 

Val Asn Ser Asn Pro Phe Phe cys Pro Asp Glu ser Ala val Glu Lys 
180 185 190 

Phe Asp Glu Leu Ile Arg Glu Leu Lys Lys Glu Gly Asp Ser He Gly 
195 200 205 

Ala Lys Leu Thr val He Ala Glu Asn val Pro Val Gly Leu Gly Glu 
210 215 220 

Pro Val Phe Asp Arg Leu Asp Ala Asp Leu Ala His Ala Leu Met Gly 
225 230 235 240 

Ile Asn Ala val Lys Gly val Glu Ile Gly Asp Gly Phe Ala val val 
245 250 255 

Glu Gin Arg Gly Ser Glu His Arg Asp Glu Met Thr Pro Asn Gly Phe 
260 265 270 

Glu Ser Asn His Ala Gly Gly lie Leu Gly Gly Ile Ser Ser Gly Gin 
275 280 285 

Pro lie He Ala Thr Ile Ala Leu Lys Pro Thr ser ser Ile Thr Ile 
290 295 300 

Pro Gly Arg ser Ile Asn Leu Asn Gly Glu Ala val Glu Val val Thr 
305 310 315 320 

Page 17 



PAGE 18/32 • RCVD AT 1/30/2006 3:35:52 PM [Eastern Standard TimeJ • 8VR:USPTO-EFXRF-6/36 " DN18:2739021 • CSID:212 895 2900 2 • DURATION (mnv«s):0546 



01/30/06 15:39 FAX 212 8^^B900 2 



^||^900^^ BRMF & S LLP 



@019 



E-coli. seq. l.ST25.txt 

Lys Gly Arg His Asp Pro cys Val Gly lie Arg Ala val Pro He Ala 
325 330 335 

Glu Ala Met Val Ala lie val Leu Leu Asp His Leu Leu Arg Phe Lys 
340 345 350 

Ala Gin cys Lys 
355 

<210> 11 

<211> 343 

<212> PRT 

<213> Pasteurella multocida 

<400> 11 

Thr Phe Gly Glu ser His Gly He Ala Leu Gly cys He Val Asp Gly 
1 5 10 15 

val Pro Pro Gly Leu ser Leu ser Glu Ala Asp lie Gin pro Asp Leu 
20 25 30 

Asp Arg Arg Lys Pro Gly Thr Ser Arg Tyr Thr Thr pro Arg Arg Glu 
35 40 45 

Asp Asp Glu val Gin He Leu ser Gly val Phe Glu Gly Lys Thr Thr 
50 55 60 

Gly Thr ser He Gly Met He He Lys Asn Ala Asp Gin Arg Ser Gin 
65 70 75 80 

Asp Tyr Gly Asp He Lys Asp Arg Phe Arg Pro Gly His Ala Asp Phe 
85 90 95 

Thr Tyr Gin Gin Lys Tyr Gly lie Arg Asp Tyr Arg Gly Gly Gly Arg 
100 105 110 

ser ser Ala Arg Glu Thr Ala Met Arg Val Ala Ala Gly Ala He Ala 
115 120 125 

Lys Lys Tyr Leu Arg Glu His Phe Gly Val Glu Val Arg Gly Phe Leu 
130 135 140 

Ala Gin He Gly Asp val Ala He Ala Pro Gin val He Glu Gin He 
145 150 155 160 

Asp Trp Gin Gin Val Asn ser Asn Pro Phe Phe cys Pro Asp Pro ser 
165 170 175 
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Ala va1 Glu Lys Phe Asp Glu Leu Jle Arg Gin Leu Lys Lys Glu Gly 
180 185 190 



Asp ser He Gly Ala Lys Leu Thr val Val Ala Glu Asn Val Pro val 
195 200 205 



Gly Leu Gly Glu Pro val Phe Asp Arg Leu Asp Ala Asp Leu Ala His 
210 215 220 



Ala Leu Met Gly lie Asn Ala Val Lys Ala val Glu He Gly Asp Gly 
225 230 235 240 



Phe Ala val Val Asn Gin Arg Gly Ser Ala His Arg Asp Glu Met Thr 
245 250 255 



Pro Glu Gly Phe Leu ser Asn His Ala Gly Gly He Leu Gly Gly lie 
260 265 270 



Ser ser Gly Gin pro He val Ala Thr He Ala Leu Lys Pro Thr Ser 
275 280 285 



ser lie Thr lie Pro Gly Arg ser Val Asn Leu Ala Asn Glu Pro val 
290 295 300 



Glu Val He Thr Lys Gly Arg His Asp Pro cys Val Gly He Arg Ala 
305 310 315 320 



val pro He Ala Glu Ala Met val Ala He Val Leu Leu Asp His Leu 
325 330 335 



Leu Arg His Lys Ala Gin Asn 



<210> 12 
<211> 358 
<212> PRT 

<213> Neisseria gonorrhoeae 
<400> 12 

Ala Gly Asn Thr Phe Gly Gin lie Phe Thr val Thr Thr Phe Gly Glu 
15 10 15 



ser His Gly Ala Gly Leu Gly cys He He Asp Gly cys Pro Pro Gly 
20 25 30 



Leu Glu Leu ser Glu Ala Asp He Gin Phe Asp Leu Asp Arg Arg Lys 



340 



45 
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E.coli. seq- l.ST25.txt 



Pro Gly Thr ser Arg His val Thr Gin Arg Arg Glu Ala Asp Gin Val 
50 55 60 



Glu lie Leu ser Gly Val Phe Glu Gly Lys Thr Thr Gly Thr Pro He 
65 70 75 80 



Ala Leu Leu lie Arg Asn Thr Asp Gin Arg ser Glu Asp Tyr Gly Asp 
85 90 95 



He Ala Thr Ala Phe Arg Pro Gly His Ala Asp Tyr Thr Tyr Trp His 
100 105 110 



Lys Tyr Gly Thr Arg Asp Tyr Arg Gly Gly Gly Arg ser Ser Ala Arg 



Glu Thr Ala Ala Arg val Ala Ala Gly Ala Val Ala Lys Lys Trp Leu 
130 135 140 



Lys Glu Lys Phe Gly Thr Glu lie Thr Ala Tyr Val Thr Gin Val Gly 
145 150 155 160 



Glu Lys Lys He Arg Phe Glu Gly Ser Glu His lie ser Gin Asn Pro 
165 170 175 



Phe Phe Ala Ala Asn Gin Ser Gin He Ala Glu Leu Glu His Tyr Met 
180 185 190 



Asp Gly Val Arg Lys Ser Leu Asp ser Val Gly Ala Lys Leu His lie 
195 200 205 



Glu Ala Ala Asn Val Pro val Gly Leu Gly Glu pro val Phe Asp Arg 
210 215 220 



Leu Asp Ala Glu lie Ala Tyr Ala Met Met Gly He Asn Ala Val Lys 
225 230 235 240 



Gly Val Glu He Gly Ala Gly Phe Asp Ser Val Thr Gin Arg Gly ser 
245 250 255 



Glu His Gly Asp Glu Leu Thr Pro Gin Gly Phe Leu ser Asn His Ser 
260 265 270 



Gly Gly lie Leu Gly Gly He Ser Thr Gly Gin Asp He Cys val Asn 
275 280 285 



He Ala lie Lys Pro Thr Ser Ser lie Ala Thr pro Arg Arg ser He 



290 



295 



300 
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Asp lie His Gly Asn Pro Va1 Glu Leu Ala Thr Arg Gly Arg His Asp 
305 310 315 320 

Pro cys val Gly Leu Arg Thr Ala pro lie Ala Glu Ala Met Leu Ala 
325 330 335 

Leu val Leu lie Asp His Ala Leu Arg His Arg Ala Gin Asn Ala Asp 
340 345 350 

Val Ala Ala Asp Thr Pro 
355 

<210> 13 
<211> 358 
<212> PRT 

<213> Neisseria meningitidis 
<400> 13 

Ala Gly Asn Thr Phe Gly Gin Leu Phe Thr val Thr Thr Phe Gly Glu 
15 10 15 

Ser His Gly Ala Gly Leu Gly cys He He Asp Gly Cys Pro pro Gly 
20 25 30 

Leu Glu Leu ser Glu Ala Asp He Gin Phe Asp Leu Asp Arg Arg Lys 
35 40 45 

Pro Gly Thr Ser Arg His Val Thr Gin Arg Arg Glu Ala Asp Gin Val 
50 55 60 

Glu lie Leu Ser Gly val Phe Glu Gly Lys Thr Thr Gly Thr Pro lie 
65 70 75 80 

Ala Leu Leu lie Arg Asn Thr Asp Gin Arg Ser Lys Asp Tyr Gly Asn 
85 90 95 

He Ala Thr Ser Phe Arg Pro Gly His Ala Asp Tyr Thr Tyr Trp His 
100 105 110 

Lys Tyr Gly Thr Arg Asp Tyr Arg Gly Gly Gly Arg ser Ser Ala Arg 
115 120 125 

Glu Thr Ala Ala Arg val Ala Ala Gly Ala val Ala Lys Lys Trp Leu 
130 135 140 

Lys Glu Lys Phe Gly Thr Glu He Thr Ala Tyr val Thr Gin val Gly 
145 150 155 160 
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Glu Lys Glu lie Arg Phe Glu Gly Cys Glu His lie Ser Gin Asn Pro 
165 170 175 

Phe Phe Ala Ala Asn His ser Gin He Ala Glu Leu Glu Asn ryr Met 
180 185 190 

Asp Ser val Arg Lys Ser Leu Asp Ser Val Gly Ala Lys Leu His He 
195 200 205 

Glu Ala Ala Asn val Pro Val Gly Leu Gly Glu Pro val Phe Asp Arg 
210 215 220 

Leu Asp Ala Glu He Ala Tyr Ala Met Met Gly lie Asn Ala val Lys 
225 230 235 240 

Gly val Glu lie Gly Ala Gly Phe Asp Ser val Thr Gin Arg Gly ser 
245 250 255 

Glu His Gly Asp Glu Leu Thr Pro Gin Gly Phe Leu ser Asn His Ser 
260 265 270 

Gly Gly He Leu Gly Gly lie ser Thr Gly Gin Asp He His val Asn 
275 280 285 

lie Ala lie Lys Pro Thr ser Ser lie Ala Thr Pro Arg Arg ser lie 
290 295 300 

Asp He Asn Gly Asn Pro lie Glu Leu Ala Thr His Gly Arg His Asp 
305 310 315 320 

Pro Cys Val Gly Leu Arg Ala Ala pro He Ala Glu Ala Met Leu Ala 
325 330 335 

Leu val Leu He Asp His Ala Leu Arg His Arg Ala Gin Asn Ala Asp 
340 345 350 

Val Gin Val Asn Thr Pro 
355 

<210> 14 
<211> 357 
<212> PRT 

<213> Pseudomonas aeruginosa 
<400> 14 

Ser Gly Asn Thr Tyr Gly Lys Leu Phe Thr val Thr Thr Ala Gly Glu 
15 10 15 

Page 22 



PACE 23/32 • RCVD AT 1/30/2006 3:35:52 PM [Eastern Standard Time] • 8VR:U8PTO0XRF-6/36 " DNIS:2738021 • C8ID:212 895 2900 2 " DURATION (mfn-ss):05^6 



01/30/06 15:40 FAX 212 8 



00 2 



BRMP & S LLP 



[g|024 



E.coli. seq. 
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sen His Gly Pro Ala Leu val Ala lie val Asp Gly Cys Pro Pro Gly 
20 25 30 



Leu Glu Leu Ser Ala Arg Asp Leu Gin Arg Asp Leu Asp Arg Arg Asn 
35 40 45 



Pro Gly Thr Ser Arg His Thr Thr Gin Arg Gin Glu Ala Asp Glu val 
50 55 60 



Glu lie Leu Ser Gly Val Phe Glu Gly Lys Thr Thr Gly Thr Pro lie 
65 70 75 80 



Gly Leu Leu lie Arg Asn Thr Asp Gin Lys Ser Lys Asp Tyr Ser Ala 
85 90 95 



lie Lys Asp Leu Phe Arg pro Ala His Ala Asp Tyr Thr Tyr His His 
100 105 110 



Lys Tyr Gly Val Arg Asp Tyr Arg Gly Gly Gly Arg ser Ser Ala Arg 
115 120 125 



Glu Thr Ala Met Arg val Ala Ala Gly Ala lie Ala Lys Lys Tyr Leu 
130 135 140 



Ala Gly Leu Gly He Gin val Arg Gly Tyr Met Ser Gin Leu Gly Pro 
145 150 155 160 



He Glu He Pro Phe Arg ser Trp Asp ser val Glu Gin Asn Ala Phe 
165 170 175 



Phe ser pro Asp pro Asp Lys Val pro Glu Leu Glu Ala Tyr Met Asp 
180 185 190 



Gin Leu Arg Arg Asp Gin Asp ser val Gly Ala Lys lie Thr val Val 
195 200 205 



Ala Glu cys val pro Pro Gly Leu Gly Glu Pro lie Phe Asp Arg Leu 
210 215 220 



Asp Ala Glu Leu Ala His Ala Leu Met Ser He Asn Ala Val Lys Gly 
225 230 235 240 



val Glu lie Gly Ala Pro Phe Ala ser He Ala Gin Arg Gly Thr Glu 
245 250 255 



His Arg Asp Glu Leu Thr Pro Gin Gly Phe Leu ser Asn Asn Ala Gly 
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E.coli, seq. l.ST25.txt 
260 265 270 

Gly He Leu Gly Gly lie ser ser 6ly Gin Pro lie val Ala His Leu 

Ala Leu Lys Pro Thr Ser ser lie Thr Thr Pro Gly Arg ser lie Asp 
290 295 300 

Thr Ala Gly Glu Pro val Asp Met lie Thr Lys Gly Arg His Asp Pro 
305 310 315 320 

cys val Gly lie Arg Ala Thr Pro lie Ala Glu Ala Met Met Ala lie 
325 330 335 

val Leu Leu Asp Gin Leu val Arg Gin Arg Gly Gin Asn Ala Asp Val 
340 345 350 

Arg Val Asp Thr Pro 
355 

<210> 15 

<211> 361 

<212> PRT 

<213> Helicobacter pylori 

<400> IS 

Met Asn Thr Leu Gly Arg Phe Leu Arg Leu Thr Thr Phe Gly Glu Ser 
1 5 10 15 

His Gly Asp Met He Gly Gly Val Leu Asp Gly Met Pro Ser Gly He 
20 25 30 

Lys lie Asp Tyr Asp Leu Leu Glu Asn Glu Met Lys Arg Arg Gin Gly 
35 40 45 

Gly Arg Asn Pro Arg Lys Glu Asp Asp Lys val Glu He Thr ser Gly 
50 55 60 

val Phe Glu Asp Phe Ser Thr Gly Thr Pro lie Gly Phe Leu lie His 
65 70 75 80 

Asn Gin Arg Ala Arg Ser Lys Asp Tyr Asp Asn lie Lys Asn Leu Phe 
85 90 95 

Arg Pro Ser His Ala Asp Phe Thr Tyr Phe His Lys Tyr Gly lie Arg 
100 105 110 

Asp Phe Arg Gly Gly Gly Arg ser Ser Ala Arg Glu ser Ala lie Arg 
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115 120 125 

val Ala Ala Gly Ala Phe Ala Lys Met Leu Leu Arg Glu lie Gly lie 
130 135 140 

val cys Glu ser Gly He He Glu He Gly Gly He Lys Ala Lys Asn 
145 150 155 160 

Tyr Asp Phe Asn His Ala Leu Lys Ser Glu He Phe Ala Leu Asp Glu 
165 170 175 

Glu Gin Glu Glu Ala Gin Lys Thr Ala He Gin Asn Ala lie Lys Asn 
180 185 190 

His Asp Ser lie Gly Gly val Ala Leu lie Arg Ala Arg ser He Lys 
195 200 205 

Thr Asn Gin Lys Leu Pro lie Gly Leu Gly Gin Gly Leu TVr Ala Lys 
210 215 220 

Leu Asp Ala Lys lie Ala Glu Ala Met Met Gly Leu Asn Gly Val Lys 
225 230 235 240 

Ala val Glu He Gly Lys Gly val Glu Ser ser Leu Leu Lys Gly Ser 
245 250 25S 

Glu Tyr Asn Asp Leu Met Asp Gin Lys Gly Phe Leu ser Asn Arg ser 
260 265 270 

Gly Gly Val Leu Gly Gly Met ser Asn Gly Glu Glu xle He val Lys 
275 280 285 

val His Phe Lys Pro Thr Pro Ser He Phe Gin Pro Gin Arg Thr He 
290 295 300 

Asp lie Asn Gly Asn Glu Cys Glu Cys Leu Leu Lys Gly Arg His Asp 
305 310 315 320 

Pro Cys He Ala He Arg Gly Ser Val val Cys Glu Ser Leu Leu Ala 
325 330 335 

Leu Val Leu Ala Asp Met val Leu Leu Asn Leu Thr ser Lys He Glu 
340 345 350 

Tyr Leu Lys Thr lie Tyr Asn Glu Asn 
355 360 
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<210> 16^ 
<211> 432 
<212> PRT 

<213> Neurospora crassa 

<400> 16 

Met ser Thr Phe Gly His Tyr Phe Arg val Thr Thr Tyr Gly Glu Ser 

His cys uys ser val Gly Cys He val Asp Gly Val Pro Pro Gly Met 

20 " 



Glu Leu Thr Glu ASP Asp He Gin Pro Gin Met Thr Arg Arg Arg Pro 

35 

Gly Gin ser Ala lie Thr Thr Pro Arg Asp Glu Lgs Asp Arg val He 



50 55 

- -ru*. ^iii Dho clv Val Thr 



He Gin ser Gly Thr Glu Phe Gly val Thr Leu Gly Thr Pro He Gly 
65 70 



Met Leu val Met A|n Glu Asp Gin Pro Pro Lys Asp Tyr Gly A|n Lys 

Thr Met ASP He Tyr Pro Arg pro ser His Ala Asp Trp Thr Tyr Leu 
100 

Glu Lys Tyr Gly val Lys Ala ser ser Gly Gly Gly Arg ser Ser Ala 
115 -^20 

Arg Glu Thr He Gly Arg val Ala Ala Gly Ala He Ala Glu Lys Tyr 
130 135 

ueu Lys pro Arg Tyr Gly val Glu He val Ala Phe val Ser Ser val 
145 150 

Gly ser Glu His Leu Phe Pro Pro Thr Ala Glu His Pro Ser Pr| Ser 

165 xiyj 

Thr Asn pro Glu Phe Leu Lys Leu val Asn ser He Thr Arg Glu Thr 

180 ^^'^ 

val ASP ser Phe Leu Pro val Arg cys Pro Asp Ala Glu Ala Asn Lys 

195 200 

Arg Met Glu Asp Leu He Thr Lys Phe Arg Asp Asn His Asp ser He 
210 215 
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Gl^ Gly Thr val Thr val lie X"g Vsn^ Val Vro "eV^'*^^^ Leu Gj^ 

Glu pro Ala Phe Asp Lys Leu Glu Ala Met Leu Ala His Ala Met Leu 

250 255 

ser He Pro Ala Thr Lys Gly Phe Glu val Gly ser Gly Phe Gly Gly 

265 270 

cys Glu val Pro Gly Ser He His Asn Asp Pro Phe Val ser Ala Glu 
^'^ 280 285 

Asn Thr Glu He Pro Pro Ser val Ala Ala Ser Gly Ala Ala Arg Asn 

Gl^ He pro Arg Pro Lys Leu Thr Thr Lys Thr Asn Phe Ser Gly Gly 

320 

He Gin Gly Gly lie Ser Asn Gly Ala Pro He Tyr Phe Arg val Gly 
" 330 335 

Phe Lys Pro Ala Ala Thr He Gly Gin Glu Gin Thr Thr Ala Thr Tyr 
3*" 345 350 ' 

ASP Gly gr ser Glu Gly val Leu Ala Ala Lys Gly Arg His Asp Pro 

3 oxj 365 

ser val Val Pro Arg Ala val Pro zle Val Glu Ala Met Ala Ala Leu 

V|l He Met ASP Ala val Leu Ala His Glu Ala Arg val Thr Ala Lys 

395 400 

ser Leu Leu Pro Pro Leu Lys Gin Thr lie Asn ser Gly Lys as^ Thr 

val Gly Asn Gly val Ser Glu Asn yal Gin Glu ser Asp Leu Ala Gin 

425 430 

<210> 17 
<211> 435 
<212> PRT 

<213> Arabidopsis thai i ana 
<400> 17 

Met Ala ser ser Ser Leu Thr ser Lys ser He Leu Gly ser Thr Lys 
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Leu Gly ser Ser ser Leu Pro Ser^ gS°u Veu^^rg aV^IV^^ Ser Pro 

25 30 

Ala Val Gin He ser Leu Arg Thr Gin Thr Arg Lys Asn Phe Gin lie 
3i 40 45 

Gin Ala Thr Gly ser ser Tyr Gly Thr His Phe Arg Val ser Thr Phe 

55 50 

Gly Glu ser His Gly Gly Gly Val Gly cys He He Asp Gly cys Pro 

75 8Q 

Pro Arg He Pro Leu Thr Glu Ser Asp Leu Gin Phe Asp Leu Asp Arg 
o-> 90 95 

Arg Pro Gly Gin Ser Arg He Thr Thr Pro Arg Lys Glu Thr Asp Thr 
-L«JU 105 110 

cys Arg He ser ser Gly val ser Glu Gly Met Thr Thr Gly Thr Pro 
J- J- 3 120 125 

He His val Phe val Pro A|n Thr Asp Gin Arg Leu Asp Tyr ser 

Glu Met ser val Ala Tyr Arg Pro Ser His a1| Asp Ala Thr Tyr Asg 

Met Lys TVr Gly val Arg Ser Val Gin Gly Gly Gly Arg ser ser Ala 
•^^^ 1/0 175 

Arg Glu Thr lie Gly Arg Val Ala Pro Gly Ala Leu Ala Lys Lys He 
-^o" 185 190 

Leu Lys Gin Phe Ala Gly Thr Glu He Leu Ala Tyr val ser Gin Val 

200 205 

His His val val Leu Pro Glu Glu Leu Val Asp His Glu Asn Leu Thr 

215 220 

Leu Glu Gin He Glu Asn Asn He Val Arg cys Pro Asn Pro Glu Tyr 
" 230 235 240 

Ala Glu Lys Met He Ala Ala He Asp Ala val Arg Thr Lys Gly Asn 

^^•> 250 255 

ser val Gly Gly val val Thr cys He Val Arg Asn Ala Pro Arg Gly 

265 270 
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Leu Gly Thr Pro Val Phe Asp Lys Leu Glu Ala Glu Leu Ala Lys Ala 
275 280 285 

cys Met ser Leu Pro Ala Thr Lys Gly Phe Glu Phe Gly Ser Gly Phe 

295 300 

Ala Gly Thr Phe Leu Thr Gly Leu Glu His Asn Asp Glu Phe Tyr Thr 

310 315 ' 320 

Asp Glu Asn Gly Arg He Arg Thr Arg Thr Asn Arg Ser Gly Gly lie 
325 330 33§ 

Gin Gly Gly lie ser Asn Gly Glu lie He Asn Met Arg val Ala Phe 

345 350 

Lys Pro Thr Ser Thr He Gly Arg Lys Gin Asn Thr val Thr Arg Asp 

Lys val Glu Thr Glu Met lie Ala Arg Gly Arg His Asp Pro cys Val 

val Pro Arg Ala val Pro Met Val Glu Ala Met val Ala Leu val Leu 

395 400 



val Asp Gin Leu Met Ala Gin Tyr Ala Gin cys His Leu Phe Pro il 

410 415 



Asn Pro Glu Leu Gin Glu Pro Leu Gin He Glu Gin Pro Gin Asn Ala 

425 430 

Thr Ala Leu 
435 

<210> 18 
<211> 359 
<212> PRT 

<213> Clostridium difficile 
<40Q> 18 

Met ser Gly He Trp Gly Asn Asn Leu Lys val ser He Phe Gly Glu 
■^5 10 15^ 

ser His Gly Asn Ala He Gly He Asn He Asp Gly Leu Pro Ser Gly 

25 30 

He Glu Leu Asp Leu Asp Lys He Asp Lys Glu Met Lys Arg Arg Ala 
3i 40 45 
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Pro Gly Lys Asn Ser He ser Thr Ser Arg Asn Glu Ser Asp lie Pro 
50 55 60 

Glu He Leu ser Gly ryr Phe Asn Gly Arg Thr Thr Gly Thr Pro Leu 
65 70 75 80 

cys Ala lie lie Arg Asn ser Asp Thr Arg ser Lys Asp Tyr Gly Glu 
85 90 95 

Leu Lys Asn Leu Met Arg Pro Gly His Ala Asp Phe Thr Gly Asn val 
100 105 110 

Arg Tyr ser Gly Phe Asn Asp Tyr Arg Gly Gly Gly His Phe ser Gly 
115 120 125 

Arg lie Thr Ala Pro Leu val Phe Cys Gly Ala lie cys Lys Gin lie 
130 135 140 

Leu Ser Gin Lys Gly He Glu He Gly Ala His lie Lys Lys lie Lys 
145 150 155 ISO 

Asn lie Glu Asp Met ser phe Asp Tyr Val Asn He ser Lys Gin Gin 
165 170 175 

Leu ser Asn Leu Gin Thr Leu Glu Leu Pro Leu Leu Asp Leu ser Lvs 
180 185 190 

Glu Glu Ala Met Lys Asn Thr He lie Asp Ala Lys Asn Gin Gly Asp 
195 200 205 

ser val Gly Gly He He Glu cys Ala val val Gly He Asn val Gly 
210 215 220 

Leu Gly Asn Pro Phe Phe Asp ser Val Glu Ser Thr Leu Ser His Leu 
225 230 235 240 

Leu Phe ser val Pro Ala val Lys Gly val Glu Phe Gly Leu Gly Phe 
245 250 255 

Glu Leu Ala Asp Met Tyr Gly ser Gin Ser Asn Asp Glu Met Tvr Tvr 
260 265 270 

Glu Gly Asn Gin Val Lys Ser Lys Thr Asn Asn Asn Gly Gly He He 
275 280 285 

Gly Gly He Thr Thr Gly Met Pro He He Phe Lys val Ala He Lys 
290 295 300 
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E-coli. seq. l.ST25,txt 

Pro Thr Pro Ser He Ser Arg Gin Gin Asn Thr Val Asn lie Lys Asp 
305 310 315 320 

Lys Lys Asp Asp lie Leu Tyr lie Lys Gly Arg His Asp Pro cys lie 
325 330 335 

val Gin Arg Ala lie Pro val lie Glu Ala Val Thr Ala lie Gly lie 
340 345 350 

Phe Asp Leu Met Lys Gly Arg 

<210> 19 

<211> 0 

<212> PRT 

<213> Toxoplasma gondii 

<400> 19 
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